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Summary of Qualifications

• 25 years of software development and IT systems management experience
• Successfully lead software projects from requirements gathering, design, scoping, to delivery
• Built and led high performing software teams
• Participated in a leadership role of an international standards body

Technical Skills:
Programming languages: C#, Python, Perl, Java, C, C++, Javascript, scripting (bash, awk, sed)
Technologies/Standards: REST, JSON, XML, SQL, OpenAPI, Machine Learning
Services/Platforms: AWS, GCP, PostgreSQL, Snowflake, Spark, Casandra, Kakfa, Argo, Ansible, 

Terraform, Kubernetes
Software/Frameworks: .NET, Git, Django, Spring Boot, Catalyst, OpenStack, D3

Professional Experience

Capgemini Engineering (Vancouver, Canada) May 2024 – present
Lead Product Software Engineer (Senior Manager)

• Continuation of Unity-Walmart partnership for in-game immersive commerce
• Led project design and scoping for backend/cloud components of new client projects
• Provided mentorship as a member of the studio technical leadership

Unity Technologies (Vancouver/Port Coquitlam, Canada)
Staff Backend Developer Oct 2023 – Apr 2024
Lead Developer, Cloud (Retail and Industrial Solutions) Oct 2022 – Oct 2023
Software Development Manager  Jul 2021 – Sept 2022
Lead Software Developer   May 2020 – July 2021

Highlighted project
• Technical lead and architect for $8M USD Unity-Walmart partnership bringing immersive commerce 

to Unity games
• Engaged with client on requirements, high level architect of system
• Coordinated with team leads and project managers on scope, budgeting, and planning
• Oversaw backend, web dashboard, devops and QA teams
• Primary technical contact with client

Applies to all roles at Unity
• Technical leadership for new and existing projects, created designs and architectures
• Oversaw software developers, from career development to mediating interpersonal issues
• Conducted interviews for all levels of positions from junior software developers to senior managers
• Liaised with clients over technical requirement and project progress
• Coordinated with other teams and divisions in the company to align requirements & project timelines
• Assumed a leadership role in numerous software projects
• Authoring technical design documents and briefs for upper management
• Held leadership role in establishing a new business unit
• Built a high performing team from the ground up
• Coded, yes, I still remember how to do that

Development environment: C#/.NET, GCP, Java, Spring Boot, NodeJS, Python, Argo, Snowflke, 
Kubernetes

Finger Food Advanced Technology Group (Port Coquitlam, Canada) Jan 2019 – April 2020
Senior Software Developer



• Provided leadership on projects, mentored junior team members, led code reviews, scrum planning
• Quickly learned the tech stack and became the project's domain expert
• Liaised with client and partners about project design and requirements
• Conducted phone screenings and in person interviews for new recruits of all levels

Development environment: Java, Spring Boot, PostgreSQL, Ansible, AWS (EC2), Hashicorp Vault

European Bioinformatics Institute (Cambridge, UK) Oct 2015 – Oct 2018
Senior Software Developer, Ensembl

• Maintain and enhance the Ensembl API and REST service code bases
• Participated in Global Alliance for Genomic Health working groups, including a leadership roll of the 

Reference Sequence Retrieval API (refget) standard workgroup 
• Mentored a Google Summer of Code student
• Introduced automated deployment to legacy systems using Ansible on OpenStack, reducing 

repetitive tasks prone to human error 
• Developed an AWS Lambda and Apache C module implementation of the Refget protocol, liaised 

with the major cloud providers on hosting instances of the API and mirroring EBI data for user of 
their services

• Implemented new REST APIs for projects with partner organizations using Python/Django
• Lead the redesign of the Ensembl API course, created/delivered our first REST API course, taught 

the courses in the UK and Taiwan
• Conducted technology survey and drafted specifications for rewrite of the Ensembl REST API
• Taking a leadership role in selected inter-team projects, mentoring and supervising junior team 

members
• Serving on technical interview panels for new recruits

Development environment: Perl, Python, C, Django, Catalyst, NodeJS, Ansible, AWS (Lambda, S3), 
MySQL, Postgresql, OpenAPI, ETL pipelines

Brinkman Laboratory, Simon Fraser University (Burnaby, Canada) Dec 2002 –  Sept 2015
Lead Software Developer

• Oversaw design of software and IT infrastructure for multi-million dollar international research 
projects, coordinating team members and deliverables, and ensuring a robust final product

• Systems architect for the group's computational cluster and web services, ensuring high availability  
and security requirements of systems

• Designed bioinformatics tools and pipelines, worked with the team on their implementation
• Developed, maintained and enhanced bioinformatics web services and tools used by researchers 

globally (PSORTb, PSORTdb, IslandViewer, Ortholuge, MicrobeDB)
• Wrote an interactive genome visualization library (IslandPlot) in D3 to better assist the navigation of 

genomic data in IslandViewer
• Create a job scheduler for for analysis pipelines scaling out to thousands of concurrent jobs
• Developed machine learning algorithms to predict biological processes using Perl and C++
• Mentored graduate students and supervised junior team members and coop students
• Liaised with campus IT and external collaborators on technical requirements and interoperability for 

projects
• Contributed to competitive, peer-reviewed grant authorship
• Presented software and research results at half a dozen large conferences around the globe

Development environment: Perl, Python, Django, C++, Machine learning (SVMs, HMMs), Javascript, D3, 
KVM/libvirt, MySQL, Spark, ETL pipelines

Seedlink Technologies (Shanghai, China) Dec 2013 – Apr 2015
Research & Technology Lead

• Developed a machine learning based natural language processing algorithm for their candidate 
evaluation product

• Conducting security audits of code base to identify possible threat vectors
• Advised on architecture for their software, development road map, and technologies 

Development environment: Python, Django, Machine learning (NLP)

Antarcti.ca Systems Inc. (Vancouver, Canada) Jul 2000 – Nov 2002
Sr. Unix System Administrator, Web Operations Lead, Developer



• Maintained company's server farm, ensured redundancy, security and  high availability of systems
• Conducted capacity planning, upgrading systems as needed, working with vendors and co-location 

providers
• Worked with developers on deployment planning for client code, ensuring smooth deployment of 

patches and updates with no visible downtime
• Built tools to automate provisioning, deployment, failure recovery and system monitoring
• Implemented features for the company's main software product (VisualNet)

Development environment: C, Perl

LiquidMatter Systems
1998 – present

Software Consultant
• Implementing projects for clients, primarily e-commerce and CMS customizations
• Hosting websites and mail servers for clients and non-profit organizations
• Managed dedicated servers for clients, ensuring high availability and robust security
• Automated provisioning of servers with Ansible and backup/restores via Amazon S3

Education

University of British Columbia 1998 – 2001
B.Sc. Computer Science
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